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Newborn genome screening represents a
transformative shift in healthcare delivery by enabling
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Conclusio

ewborn genome screening has the potential to
redefine preventive medicine. The FirstSteps Phase |
study was designed to assess feasibility, and our
Initial findings demonstrate that the number of
Infants potentially identifiable with a treatable
genetic condition is at least an order of magnitude
higher than those detected through the current
national biochemical screening program (33
disorders).
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Our results underscore that careful selection of
gene—disease pairs, combined with established
clinical care pathways, are critical success factors.
Ensuring health equity, robust data protection, and
capacity-building for healthcare professionals will
be essential for sustainable national deployment.
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